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Background/Objective
The yeast R. toruloides is a promising bioproduction organism due to its high lipid yields and ability to grow on cheap and abundant substrates.
Quantitative, systems-level assessment of its metabolic activity is accordingly merited. Resource-balance analysis (RBA) models capture both reaction

stoichiometry and enzyme requirements for catalysis, providing valuable tools for understanding metabolic trade-offs and optimizing engineering
strategies. We present systems-level measurements of its metabolic flux based on isotope tracing and metabolic flux analysis.
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RBA models inform metabolic engineering strategies to improve industrial chemical yields.
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