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Background/objective

Sugar alcohols (polyols) are common in nature. However, the polyol phosphatase enzymes necessary to produce
some commercially valuable polyols, such as sorbitol, from their phosphorylated precursor molecules have been
difficult to identify, hampering efforts to engineer yeasts for polyol production. Here, researchers identify a
previously unannotated yeast gene as polyol phosphatase Pyp1, which is capable of reducing sorbitol-6-phosphate
to sorbitol.
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Significance dephosphorylation of sugar alcohol
% Pypl may be harnessed to bioengineer yeasts for phosphates

production of commercially valuable sugar alcohols.

» ldentification of Pyp1 increases our understanding of yeast
carbon metabolism and adds to foundational knowledge
for future endeavors in yeast bioengineering.
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