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microorganism, little is known about its metabolism and physiology. We investigated the central - ooy - g B
carbon metabolism in R. toruloides IFO0880 using transcriptomics and metabolomics during growth 1 sor lEE{;’;
on glucose, xylose, acetate, or soybean oil. - I
- I g%":; YPG YPX YPA YPS YP f%‘;;:
[ ] ciT1 . .
AEEroaCh YPE  YPX “YPA YRS = YP % d __ Xylose utilization N
¢ Substrates were chosen to represent potential substrates for bioconversion by R. toruloides. g _ Paniosephosphatopithway ._ w2
% To understand the metabolism of these substrates, changes in gene expression were measured '._ Y"prid::syn::;isvps hiiis
using RNAseq and changes in intracellular metabolites were measured using GC-MS. These data R = Ig= a
. . . YPG YPX YPA YPS YP m—m = ggg;
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%+ Most of the changes in gene expression and metabolite concentrations are consistent with the e
metabolism of these substrates. Transcriptional changes in pathways associated
% Growth on xylose resulted in increased expression of the genes involved in xylose metabolism, with central metabolic pathways (a-f) in R.

toruloides IFO0880 grown on glucose (YPG),
xylose (YPX), acetate (YPA), soybean oil (YPS)
and yeast peptone (YP).

with the notable exception of xylulokinase.
+»» Reduced expression of xylulokinase induces a bypass leading to arabitol production using xylose.

Significance
These results further our understanding of central carbon metabolism in R. toruloides, and the associated data sets might help metabolic engineers
further exploit the ability of R. toruloides to make diverse fuels and chemicals. They also might aid in the development of genome-scale models.
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